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Immune cells within the tumor microenvironment (TME) play a vital role in regulating tumor progres- A. A.
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cancers. Macrophages, a current cell type of interest, has the ability to polarize into anti-tumor (M1) and
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have been linked to prognosis in multiple types of solid tumors. Here, we predicted high immune infil-
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tified, MD pathologist. Data was analyzed in relation to the low, medium, and high expression of CD68 = n h H al -Il‘
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Results: There is a correlation between patient survival and the presence or absence of macrophage [ 1—] | | 1 —q_
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compared to early stage. Specifically, in late stage NSCLC, a higher level of CD163* expression correlates
with a reduced lifespan compared to patients with medium and low expression.
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Here we demonstrated Flagship Biosciences' image analysis platform’s ability to analyze NSCLC pa-
tient populations based on immune biomarkers. Our analysis shows a strong relationship between
Immune cell presence and localization and patient survival. Altering the TME to an anti-tumor immune
environment could increase patient survival times. Understanding the immune microenvironments
within tumors, though Flagship Biosciences’ image analysis software, can provide vital information in
diagnosis and treatment decisions for patients.
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* Low CD68 expression correlates with increased survival, particularly in the tumor compartment of
late stage NSCLC
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- Medium expression of CD163 in tumors correlates with increased survival, specifically late stage
NSCLC, while low or medium expression of CD163 in early stage shows reduced survival 0.00 0.00 0.00 0.00 0.00 0.00
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Higher levels of ‘M1 CD68* or CD68*CD163 cells, typically an anti-tumor phenotype, correlate with re-

duced survival in NSCLC patients compared to lower levels of this cell type. Higher levels of ‘M2 CD163* S
cells, typically a pro-tumor phenotype, have inverse correlations of survival based on cancer stage, i.e.

late stage Is associated with reduced survival and early stage is associated with increased survival.

With CDe8*CDIl163" cells, survival time can vary widely based on the levels of expression and stage of

cancer. This suggests that we need additional biomarkers to further phenotype macrophages and de-

termine the pro- or anti-tumor activities of traditionally ‘M1 or ‘M2’ phenotypes. This further highlights

the benefits of Flagship Biosciences’ proprietary image analysis platform to distinguish these complex
Immune cell phenotypes in cancer patient populations.
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